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Dated; 



REQUEST FOR ENTRY OF THE REVISED SEQUENCE LISTING 



Sir: 

This Request is not a response to the Office Action that was issued along with the 
Raw Sequence Listing Error Report. A response to the Office Action will follow. 



Along with this Request, Applicants submit the following: 



1 . An substitute Diskette containing the revised Sequence Listing in computer- 
readable form; 

2. An substitute paper copy of the revised Sequence Listing; 

3. A copy of the Raw Sequence Listing Error Report; and 

4. Response to Raw Sequence Listing Error Report. 





Entry of the revised Sequence Listing into the specification of the application is 
respectfully requested. 

The revised Sequence Listing contains no new matter. Only the formatting changes 
specified in the Error Report were made to the original Sequence Listing. The contents of the 
substitute computer readable form and the substitute paper copy are the same. 

If the Examiner has any questions relating to this application, it is respectfully 
requested that the Examiner contact the Applicants' undersigned attorney at the telephone 
number provided below. 



HOFMANN & BARON, LLP 
6900 Jericho Turnpike 
Syosset, New York 1 1791 
(516) 822-3550 
SAS/dlv/jjc 

131641 1 



Respectfully submitted, 




Susan A. Sipos 
Registration No. 43,128 
Attorney for Applicants 
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PATENT 



IN THE UNITED STATES PATENT AND TRADEMARK OFFICE 



Applicants: Gruber, et al. 



Examiner: Bui, P. 



Serial No.: 09/284,697 



Group Art Unit: 1638 



Filed: July 6, 1999 

For: PANCREATIC LIPASES 

AND/OR RECOMBINANT 
COLIPASES AND DERIVED 
POLYPEPTIDES PRODUCED 
BY PLANTS, METHODS FOR 
OBTAINING THEM AND USE 
THEREOF 



Assistant Commissioner for Patents 
Washington, DC 20231 



Docket: 1149-2 



Dated: April 12, 2001 



I hereby certify this correspondence Is being de- 
posited with the United States Postal Service as first 
class mail, postpaid in an envelope, addressed to: 
Assistant Commissioner for Patents. Washington. D,C 



20231 on 



Dated 



RESPONSE TO RAW SEQUENCE LISTING ERROR REPORT 



Sir: 

This Response is not a response to Office Action that was issued along with the Raw 
Sequence Listing Error Report. A response to the Office Action will follow. The present 
Response only addresses the Raw Sequence Listing Error Report mailed March 22, 2001 . 



Applicants enclose herewith the following: 



1 . An substitute Diskette containing the revised Sequence Listing in computer- 
readable form; 

2. An substitute paper copy of the revised Sequence Listing; 

3. A copy of the Raw Sequence Listing Error Report; and 

4. Request for Entry of the Revised Sequence Listing. 




• 



Applicants submit that the substitute Sequence Listing complies with the requirements 
set forth in the Raw Sequence Listing Error Report. 

Additionally, under 37 C.F.R. 1.821(f), the Applicants' attorney hereby states that the 
contents of the substitute computer readable form and the substitute paper copy are the same. 
Under 37 C.F.R. §1. 821(g), the Applicants' attorney also states that this Sequence Listing 
does not include any new matter. 

If the Examiner has any questions relating to this application, it is respectfully 
requested that the Examiner contact the Applicants' undersigned attorney at the telephone 
number provided below. 



HOFMANN & BARON, LLP 
6900 Jericho Turnpike 
Syosset, New York 1 1791 
(516) 822-3550 
SAS/dlv 



Respectfully submitted, 




Susan A. Sipos 
Registration No. 43,128 
Attorney for Applicants 
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The; Biotech^ of the Scientific and Techn^ 1 4. 200Q 

Center (STIG) detected errors when processing the following computer readable 
form: TECH CENTER 1600/290* 



Application Serial Number: (°) 9,/2J$^fj C97 



Source: /U jo , < l •> 

/ — J — y : " ' U ^- & - 

Date Processed by STIC: f*Z f( ' i 1 * 5 3 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 



FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2,1 e-mail help: patin21help@uspto.fiov or phone 703-306-4119 (R, Wax) 
PATENTIN 3.0 e-mail help: patin30help(a>,uspto.gov or phone 703-306-4119 (R* Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM, ACCESSIBLE THROUGH THE US. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3,0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821- - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25. 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 



Checker Version 3.0 can be down loaded from the USPTO website at the following address: 



http://www.uspto.gov/web/offices/pac/checker 



Sequence Listing Erroi^fcimmary 



ERROR DETECTED SUGGESTED CORRECTION 



SBRtALNUMBBH: O^Z^LLf^ 

________ _____ ___ ■ V ... ^ajflo.^ * 



ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 
, Wrapped Nucleics The numberAext at the end of each line "wrapped* down to the next line. 

This may occur if your file was retrieved in a word processor after creating K. 

Please adjust your right margin to .3, as this will prevent "wrapping". 

Wrapped Aminos The amino acid- numberAext at the end of each line "\vrapped m down to the next line. 

This may occur if your file was retrieved in a word processor after creating K. 
Please adjust your right margin to .3, as this will prevent "wrapping**. 



Incorject Line Length The rules require that a line not exceed 72 characters In length'. This includes spaces. 



J 



Misaligned Amino Acid The numbering under each 5th amino acid is misaligned. This may be caused by the'use of tabs 
Numbering between the numbering. It is recommended to delete any tabs and use spacing^tweerr the numbers. 

Non-ASCII This file was not saved in ASCII (DOS) text, as required by the Sequence Rules, 

Please ensure your subsequent submission is saved in ASCII text^o that it can be processed. 

Variable Length Sequence(s) contain n's or Xaa's which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

indicate in the (ix) feature section that some may be missing. 



Patent In ver. 2.0 "bug" 



A "bug" in Patent! n version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequencers) . Normally, Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section 
to the subsequent amino acid sequence. This applies primarily to the mandatory <220>-<223> 
sections for Artificial or Unknown sequences. ^ 



Skipped Sequences 
(OLD RULES) 



Sequence(s) missing. If intentional, please use the following formal for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: 

(i) SEQUENCE CHARACTERISTICS:(Oo not insert any headings under "SEQUENCE CHARACTERISTICS") 
(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: 
This sequence is intentionally skipped 



Please also adjust the "(iii) NUMBER OF SEQUENCES:" response to include the skipped sequence(s). 



Skipped Sequences 
(NEW RULES) 



Sequence(s) missing. If intentional, please use the following format for each skipped sequence. 

<210> sequence id number 
<400> sequence id number 

000. 



10 Use of n'sor Xaa's 

(NEW t&IL£S)* 



Use of n's and/or J<aa's have been delected in the Sequence Listing. 
Use of <220> to <223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 



11 Use of <213>Organism 

(NEW RULES) 



Sequence(s) _ 



are missing this mandatory field or its response. 



12 



13 



Use of <220> Feature 
(NEW RULES) 



■7 



Patentln ver. 2.0 "bug" 



arp missing (hp <??0>Feahjre and associ^fd hPfK./^ 




Sequence(s) _ 

LJseoT^220> to <223> is MANDATORY if <213>ORGANISM is "Artificial" or "Unknown 1 
Please explain source of genetic material in <220> to <223> section. 

(See "Federal Register," 6/01/98, Vol. 63* No. 104, pp. 29631-32) (Sec. 1.823 of new Rules) 



Please do not use "Copy to Disk" function of Patentln version 2.0, This causes a corrupted 
"ftfe^ TeTdKing in "missing mandatory numeric identifiers and responses (as indicated on raw sequence listing). 
Instead, please use "File Manager" or any other means to copy file to floppy disk. 



AKS-Biotecbnology Systems Branch- 5/15/99 
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3 3 
■s 9 

4 0 
41 
42 
4 4 



58 
6 0 
f,i 
6 2 
6 4 




163 



/'? 



RAW SEQUENCE LISTING 

PA T K H T A V P J. J C AT 10 M : US/09/284,697 



Ilipu t 



Sf-!f 



A:\ES.txt 
N:\CEF3\12012000\I2 84 697 . rav/ 



Does Not Comply 
Corrected Diskette Needed 



OAT l J : 12/01/20 0 0 
IT UK: 0cl:23:23 



<\ 3.0> 

<120> 



6 
7 
9 
11 
12 
.14 
.15 
17 
19 
21 
22 
2 3 
24 
2 6 
2 7 
29 



A V' !"'.!.. j. CAN I : M 1 ; : R T S T I' M T I \ p R A P V; I J T X C S S.A. 

T 1 T i. rj ( ) F l M V IV N 1. 1 0 N : p a a c r e. a t i. c L i p a s o s and/or R e c o n ( b 1 u a n t C o 1 i p a s e s a n d 
Derived Pol yptipt.i dew Produced by Plants ., Methods for 
Otol.d In 1 rig Them and Uselhereo! . 

FTLE REPERBMOE: 1 0 7 4 - 11 6 8 PCI - US GCtobre 20UU 
C UK R P H 1 A P P LI 0 A 1 TON N CJMB 11 R : US 0 0/2 84 , .6 5 7. 
CURRENT FILING DATE: 1999-07-06 
PRIOR APPLICATION NUMBER: PCT/T R9 7/0 1 8 6 2 
PIUOR V I. L T ff G DATE: 1 ( .)'J 7 - J.0 - 17 



....... *rtif ici al Seqm 



<1 3 0> 
<14 0> 
<141> 
<150> 

< "I TvU- 

<160> Nt/MUfJt': OF SEQ ID WOS : 16 

< 1 7 0 > s O P I w A R C : P a lie n t I n V e r . 2 . 1 
<2 I0> SMO ID NO: ' 1 
<211> LENGTH: 69 
<212> TYPE: DNA 

<2.l 3> ORG A N I S M : A.r 1 1 1 i c i a I S e queue e 

<22 0> PLAT UkK : 

< 2 2 3 > 01 H L R I N F O R M A T ION : 0 e scrip 1 1 o n c f _ A r 1 1 f 1 c 1 a 1 S e q 1 1 e n c e : £ i g n a 1 p e p t i 
<220> TEA! ORE ; 

<221> NAJTE/KLiT: mi.sc_J:eature 
02 2> TOC AT TON: (1) ■ . (00) 



< 2 2 3 > O I H K iv INFO RttA T I O N i g n a 1 p ep 1: i d t/ o £ po r a m i n e A o f s wee U pot.a to 

<220> PfJAT. OR'FJ : 
<2 2I> NAME/KEY; CDS 
<2 2 2> LOCA1 T ON : ( 1 ) . . ( 6 0 ) 
<3G0> PUBLICATION T N FORMA'.!. 1 TON 
< 3 0 3 > J O f J R M AT; J . 1? i o 1 . flhiem . 
<3u4> VOlJi!.)}- : 2 (.4 
<300> PACES: 200 4 2 -200 4 £i 
<307> DATE: 19 89 
.4 UO > SLQUENCE: .! 

dt9 aau yr\: t.t'c ucu etc t; etc tLc t.ta c f ct. ctl Lcc etc r.at ot.r: 40 
H«t. Lvs AJn Pti^ Thr Leu. Ala I.p»Phf! L^O Ala Lpu Sv-r Leu ryr Leu 
.1 : ) 10 .15 

( ; i ccc aat. oca ejee crut. tec 69 
leu ' Pro' Asri Pro Ala His Ser 
2 0 

^.2'i (v> SPO T D NO : 2 
•;211> !..K:NGTH: 2.< 
<2\ 2> TYPE: PRT 

eO RGAN T SM : Art i 1: 1 ^ 1 a 1 S oq uenci? * / j, . ^ 

FEATURE: ZT ^^2^^ ^KjL^ /TT^V^J^ 
OT HLK T N f 1 0 R 1 1 A I ION : 0 e s c r 1 p L i o r i o i ' A r: L i i i c 1 a 1 S t • q if y i i c e : S J. 9 a a 1 p e. p Li.de 
<4 0 0> SrOtfKNCK: 2 

Met. lOs Aid Phcj Thr i,eu Ala Leu Phe Leu Ala Leu 3e r Leu Ty.r Leu 

.1 3 .10 15 

Leu Pro A an Pro Alii Kiss Ser 

^0 O^O^L 



1 p t 

X 






C: CRF3' OuthoiJ' VM l284697.htm 



1 2^ i 00 



Pa^c 2 of 7 



RAW SEQUENCE LISTING 

PA T EN T AP P L 1. CAT ION : US/0 9/2 8 4 , 6 9 7 



DAI J: 1 : ;i 2/01/2000 
T I. Mi" : 08:23:23 



J ii pu t. Set ; A: \ES . txt 

Out pur. Set: N:\CRF3\12 012 0 0 0\l2 34 69 7.raw 



f> 9 


< 2 1 0 > 


SEQ ID WO : 3 


7 0 


< 2 1 1 > 


I : i ■! NG TIE : .1 1 1 


7 1 


Z 1 .-• 


VY PE : ON A 




<'2 1 


0 RGAN 1 SM : Ar 1 1 1 "i.C i '.l.L S <~v{ U 


4 




EEA/fURL : 


- r 

/ J 


<'2 2 3> 


0 j lth:a I NEOUMAi ION : DOSCr ij 


7 7 


<220> 


J:-l"A I ERE : 


7 8 


<221> 


NAME/KEY : s i tT„popt ].de ^ — — 


79 


<222> 


LOCATION : ( 1 ) ". . ( 1.1 


8 0 


<223> 


OTHER INFORMATION J Signal 


8 2 


<2 2 0> 


FEAT U RL' : V 


8 3 


<2 21> 


NAME/KEY : CDS — 


8 4 


<222> 


J..OCAJ ION : (!)..( Ill) 


8 6 


<300> 


PHBLICATION TNFORMAT ION : 


8 7 


< 3 0 3 :-■ 


JOURNAL: J . Biol , Chem. 


8 8 


<3 04> 


VOLUME : 264 


8 9 


<3 06> 


PAGES : 20042-2004 8 


90 


<307> 


DATE: 1989 


9 2 


<40tt> 


SEQUENCE:- 3 


9 3 


at.q aaa gcc tt:c aca etc get etc 


9 4 

9 5 


HC2L lO 


s Ala Phe. ll). r Etui All a Etui 


9 7 


1 

Ct'T CC. 


c a at. coa (jee cat: tec aatj 


9 8 


Lt-.Mi Pi 


o AslV Pro Aid His So.r; Arq 


9 9 




2 0 




ro Ala 



ieqiiyno 



4 8 



J 01 aca cat: ga a 

102 rhr n j.s g Lu 
1 1") 3 3 5 

'J 06 <2I0> SEO ID .MO-: 4 

107 <2II> LENGTH: 37 

i 08 <212> TYPE : PRI 

1 0 9 -^TN^> ORGANISE: Art Lf'ici 

ll/<220> FEATURE: £ 

\lh\<22^- OTHER 1 N E04?I4AT .ION : 

I 12 <400> SEOf/ENGE: 1 

113 Wot Lys Ala Phe Th r L^u A La i.oa Phe ten Ala Leu Se.r Leu 
! 1.4 1 110 !o 

116 Leu Fro Asii Pit- Ala ills Ser Aiq PLC Asa Pro lie Arg Leu Pro Tht 
I 1? 20 25 30 

119 ihr His 01 u -Pro Ala 

120 3 5 
124 <2 ].0> SEQ ID NO : :3 
.125 <2.Ll> LENGTH : f>6 

1 2 0 <212> TYPE : DNA 

127 <213> ORGAN IS 14 : Art.it ici.al Sequence 

129 <220> FEATURE: 

1 3 0 < 2 2 3 > o TH e F 1 H FORMA HON ; ' D e s c r i p 1 1 o n o 1 Artificial S e qu e nce(: Signal 'pop t i cle. 

132 <220> FEATURE: 

133 <221> NAME/KEY": si\J_pepLide 



?Hcr.i. pf.i.on 





C: CR1 0 ' Outhoitf \'m12;v!(v) /.htm 



12. ! 00 



Page 3 of 7 



I :i 4 

! 5 :> 

137 
1 3 H 
1 3 ( -J 

u 1 

.1 4 2 
.14 3 
14 4 
.1 '1 6 
14 7 

14 8 

1 5 1 
15 2 
.15 3 
154 
15 
15 5 

15 7 
15B 
139 
1 6 1 
Tfi2 
lb 6 

16 7 
1.6 8 
[.6 9 
f 71 
'i 7 2 
1 7 4 
i ? r > 
] 7 0 

17 7 
.17 9 
! HO 
1 X 1 

1 y 3 
I H 5 

.1 Be* 

1 8 7 
1 8 8 
.1 9 1 
I 9 2 
19 3 
194 
19 
1<3 5 
19 7 



RAW SEQUENCE LI 
PATI : 'N J APPI.1CA1 TON 



US/09/284,697 



I? A J. J:. : 
V f Mf.: : 



\ 2/0 1/20 UO 
0 8:23:2^ 



InpuL Set : 
Olitpli t Set : 



A: \ES.txt 

N: \CRF3\12012 00G\I284697 . raw 



<22 2> LOCA T ION: ( 1 ) . . ( 6 6 ^ X 
< 2 2 3 > 0 -WW. R 1 N P 0 P M A I" I ON: (s i. q n d .1 pop Li d O \ O i: A; o p P b i . I J y a s t. L" 
<2 2 0> PLAIUPL: ^ ^^l^/ 



i.c lipase 



■+? 



<221> WAML/KLY : CDS 
<2 2 2> LOCATION: {!)..( 66) 
<400> SLOULNCL: 5 
a 1. 9 L Cj (.j q l. g c 1- L ft. o a t q 
Me t„ I r p v a :i l lhi p h e Me t 

.1 5 
a c- a c- a L 9 q t c t L i: L t: 9 9 4 
T h r Hi s G J. y Lo. u . P ho 01 y 
2 0 

<2J.0> Si-JQ ID NO: 6 
■:.211> LENGTH: 2 2 
<212> IV PL : PP1 

ORGANISM: Artificial 



qt.Cf qca 
Val Ala 



9cL 

A. I a 



t U; 
Lou 
10 



Ctd 

Leu 



tct qca 
St'.r Aid 



ct.L >jqa 



15 



act 
Vh r 



4 8 



<2 2 0> J 



OTHE U I W FORMAL' ION: De ss cr i p L ion 
SEQUENCE : 6 



Of Artili 



Met 
1 

It r 



Trp val Leu 



fJis Gly 



Lou 

2 0 



Phe Met 
5 

Phe Gly 



Val Ala Ala- 



Leu 
10 



Leu 




<210> SLX> ID NO: 7 
<21 J> LUNG 11! : . 43 
<2I2> IYPL:. DWA 

<2I3> ORGANISM: Artificial Sequence 
<22n> PLA.IURL : 
<2 2 3> OTHfJR .11 
<2 2 0> i-l:":A'I tJRK : 
NAML'/KLY :' 
I..OCAT ION : 



<22I> 
c2 2 2> 
-."2 2 i> 
<220> 
<22l> 
:. :> > 2 > 

■:12 





or H L H I N F( ) R MAT ION; f S i g n a i. pep t \ 
l-LAIURL: 
NAML/KLY : CHS 
LOCA1 EON : ( 1 ) . . ( 4B } 

OTHKK INFORMATION: The C ] ea va tje sequen C-? 
coding for PSPIIPL and UPL is Gly-Ly^. 
<400> SEOJIEtiCF : 7 

atq ct.q- cc a eti: t:qq act oil; tea cLq olq ct.q :luj <jc 
Me. L Leu. Pro L(ou irp Thr Leu Ser Leu Leu Leu Gly Al 
1 5 .10 

<2i()> SEO 10 NO: H 
<2 11> LENGTH: 16 
<212> TYPE: PPT 
4 i^4r*^ ( > RG A H I S M : A r 1 1 1 i c i a 1 

5(<2 2 0>) FEATURE: " ~ 

5 \^ji^> O T FfL'R I M FO R M AITON : D e scrlptio n o 1: A r 1 1 i: i 
<4 0 0> SKOUENCK: 8 



Ar t i f i c i a I So q u <s c- c e \s i q n a I p e p t i d i 



ot PSHPL, 



b?' j -t'-v^'--:n thi-: t;\-;o sequences 



a qt.a qca aqa 4 8 
a Val Ala Gly 
1 5 



t/i.,-3']. sequeiioefTs'l. 




Hie 



C R F3\Ou thold V.srI2 84697 .htm 



12 1 00 



Page 4 of 7 



RAW SEQUENCE LISTING 

P A T !'•: N T A V P I . J. C A J .1 0 N : ' US/0 9/2 8 4 ,697 



DAI).': t 2/0 l/2^U.O 
VTHL: 08:23:23 



Input Set : 
Ou tpu t So.t : 



A:\EvS.txt 

N : \CRF3\I2 0 12 0 00\I2 8469 7 . raw 



198 

1 9 9 
20 3 
20 4 

20 5 
206 
20^ 
209 
2 'I 1 
212 
213 

2 ! 4 
216 
2 3.7 

2 1 a 

220 
221 
222 

22 3 

22 5 
226 
227 

23 0 
231 
23 2 

23 3 
W--> 23 

2 3 4 
236 
2 37 
2 3 8 
240 

24 1 
2'4 5 
246 
247 
24 8 
250 
2 5 .!. 
253 
2 54 
2 r v5 
2 5 6 
2 58 
259 
2G0 
201 
262 
264 



Met. ten Pro Lou Trp Hit; Lou Ser J..*u tea Leu Gly Ala Vul Ala Gly 



1 



10 



~:210> STJO Uj NO: 0 

<2Xl> LUNG IK ; Oo 

<212> J.YPL: DMA 

< 2 1 3 > O KG AM [ S h : Art L f i c la 1 Soq uc n e v 

<220> t'LAiOKL: 

< 2 2 3 > 0 J ' H V"; p. I N FO K M A T T O H j_ Peg c r i p t i o n o f 

<220> f'UAJUKt: 

<221> NAME/KEY ^siq_OfipLif. 




;;222> LOCATION: 



<223> 



0.1'HVIR J NTOKMAT TON : (Signal pept 
<2 20> PEAT URL : 
:.2 21> NAME/ KEY: CDS 
<222> LOCATION : (!-...( 60 ) 
<400> SEQUENCE: 9 

a 1 < 1 t ' ) y qt.q ctt -c t. c a t g q L n q c a g c t t, t < j 
Me t. T r p va 1 L« u P ho Ma t V a 1 A 1 a Ala Lc t 1 

3. 5 
aca cat. qqt ctt ttt qga 
Thr His Gly Lt.uf Phe Gly 
20 

<210> SCO T D NO; 10 
<211> LBNGT H : 2 2 
<2\2> TYPL: PRT 

ORGANISM: Arti.fi. 
<2 20>>*£ATU£e': : ™* 



Artifi.eiai Sequencers ignal peptide 



of HP COL 



c t a t, c t g c a c 1 1 q g a a c t 4 8 
Leu Ser Ala Leu Gly I hi" 
15 

6 6 



.-.•la. I Sequence 




Arr:.i f xcia 1 Sequence :VS Ignal popt i 



.10 



Leu Ser Ala Leu Giy Thr 

.1 5 



OTHER INFORMATION : Pescr Iptiori 

< y 0 0> SLOf/LNCL :■ 10 

Her. Trp val Leu the Met vaL Ala Ala Leu 

1 .5 
thr Ills Giy ten Phe G I y ■ 
20 

<2 1 0> SLQ TD NO ; l.l 
<21i> LENGTH : 51 
c212> TYPE: DMA 

•:2 1. r.- ORGANISM: Alii tk:ial Sequence 
<2 2C> P LAI URL; 

<223> OTHER I M PO R HAT I O N]^_L2£S n r 3 p 1. 1 on of Artificial Sequonc 

< 2 2 0 > P LA I UR £ : .. 

< 2 2 1 > N A M L ;/ K F; V : CsJjL-p e p 

< 2 22 > LOG A T I ON : {!)..( r. 1 

■ ■ 2 2 3 :•- OTHLK IN PORMA I ION :/s iqiia 1 pttpt. idf*/ot : PSIIPCOl. 
<220> PLATUSL: 
<22"l> NAML/KLV": CJLS 
<2 22> LOCATION : (!)..( 31) 

<223> OTHKJ-: INFORMATION: iho cleavage Hoquonne bet 

cod i tvq r" or P S f i P CO 1 , a n d H P COL is A .! a - Ly s . 
<4 0 0> SEQUENCE: 11 
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VERIFICATION SUMMARY 
PATENT APPUXA1 ION : 



US/09/284,697 



DA J J.' : 1 2/0 L/J'.-jO 
V r Mi: : 0 3 : 2 'A : 2 4 



Input Si'-t : A:\ES.txt 

Ou 1 put Set : K : \CRF3\12 0120 00\I2 8 4 6 9 7 .raw 



L : j 2 M : 2 7 1 C : Cunvn t Ft 1 Inq Da Le dif ters - P.eplared Current. Fi ling DaLe 

I. : 4 2 11:285 W; Invalid jounia] Date: Wroi'io VV VV - MM-DL' , MMM-YYYY or SEASON-YYYY. Kronq Journal Date : YYYY-MM- 
Dh , MMH-YYYV or Seaiion - YYY'Y 

J. :58 hi : 2 58 W: Mandatory ['eature mi ss i imi , .-.220^ i-'UAIUKtf : 

L:90 M: 28 5 W: Invalid Journal Date; Wrong Y V V Y -MM- DD , MMM - 1 YYY or SEASON - YYY Y , Wrong .Journal D a t c-. ; Y Y Y V - MM - 
\)D , MMM _ YY Y Y Or So^son-YYY/Y 

t:110 M:23tf W: Mandator,' tt^t.ure mi.SSi.liq, <220> FFAi'URF: 
L:155 M:258 K : Manda r cry Feature nnssiuq, ;220> FfiAT UK if; : 
J.. : 1 9 5 M : . 2 5 8 W : M a J ) d a t o r y F e a t . u r e m i s s 1 u t j , ■ ■:; 2 2 ( ) > L- ' t A T U H F : 
1:234 M:258 W: Mandatory Feature missing, <220> FFAIUttE: 
L:277 M:25S W: Mandatory Feature mis sine,, <2 2u> FEATURE; 
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